Genetic parameters for clinical mastitis in the first three lactations of Dutch Holstein cattle.
The first breeding value for udder health of a bull is based on the performance of his daughters in their first lactation. However, clinical mastitis (CM) is not a problem in first lactation only. Therefore, the objective of this study was to estimate genetic parameters for CM and somatic cell count (SCC) for the first three lactations of Dutch Holstein cattle. Data from 250 Dutch herds recording CM were used to quantify the genetic variation of CM in parity 1, 2, and 3, respectively. The dataset contained 35,379 lactations from 21,064 animals of different parities. Test-day SCC was available from all lactations. Somatic cell counts were log-transformed to somatic cell scores (SCS) and averaged over test-day records between 5 and 335, 5 and 150, and 151 and 335 days in milk. Variance components for CM and SCS were estimated using a sire-maternal grandsire model. The heritability for CM was approximately 3% in all parities. Genetic correlations between CM in consecutive lactations were high (0.9), but somewhat lower between parity 1 and 3 (0.6). All genetic correlations between CM and SCS were positive, implying that genetic selection on lower SCC will reduce CM-incidence. Estimated genetic correlations were stronger for SCS in the first half of lactation than in the second half of lactation. Selection indices showed that most progress could be achieved when treating CM in parity 1, 2, and 3 as different traits and by including SCS between 5 and 150 days in the udder health index.